The diversity of life history strategies within the angiosperms illustrates the evolu- 
chronized by the changing seasons, so that flowering is usually restricted to one time of year. When to initiate flowering is a critical life history trait that has been shaped over evolutionary time to maximize reproductive success in a particular environment.
Plants use both environmental and endogenous cues to determine when to flower. Examples of environmental cues include changes in temperature and/or day length that reflect seasonal shifts.
Endogenous cues include the transition from juvenile to adult phases, enabling competence to flower. Because perennial plants maintain vegetative growth after flowering, the perennial strategy requires differential behaviour of meristems on a single plant so that some remain in the vegetative state, while others undergo the floral transition (Battey & Tooke, 2002) . Vegetative growth may be maintained either by conserving some meristems in the vegetative state after flower initiation or by reverting back to vegetative development after flowering.
The genetic control of flowering is exceptionally well characterized in the annual plant Arabidopsis thaliana, and this knowledge is facilitating comparative studies seeking to understand flowering and life history strategies in related perennial plants (Albani & Coupland, 2010; Andr es & Coupland, 2012 ). An important insight for the mechanism underlying perennial cycling of vegetative and flowering stages came from studies of Arabis alpina where the PEP1 ortholog of FLC was shown to be temporarily repressed by winter cold and then reactivated in spring (Wang et al., 2009) RNA encoding sequence of FLC (Heo & Sung, 2011; Sung et al., 2006) . When Kiefer and colleagues broaden their analysis to genomic DNA sequences from more annual and perennial species, they find a similar distribution of SNP frequency peaks, that is, in the region homologous to the nucleation regions and upstream of the VRE. Due to the pattern of differentiation in comparisons either within or between life histories, they speculate that the region adjacent to the 5 0 -end of the VRE might diverge independently in annuals but be conserved in perennials, while the region at the 5 0 -end of intron 1 could be involved specifically in divergence between annuals and perennials.
These findings are intriguing because they suggest that similar genetic mechanisms might underlie repeated but independent evolutionary transitions. In this case, it appears that the annual life history might evolve independently by recurrent deactivation of a regulatory element required for perennial flowering. The inevitable question is whether this mechanism is generalizable to other annual-perennial transitions more distantly related to Brassicaceae. Because vernalization evolved independently in major lineages of the angiosperms (Amasino, 2005) , it is unlikely that the same genes are implicated.
However, it is intriguing to consider whether the same general 
